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Supplementary Figure 1. Source data for RNA gels and Western blots. a-d, Source (uncropped) gels used to generate
the figures showing the RNA composition of the various spliceosomal complexes that were analysed by cryo-EM. e,f Source
(uncropped) western blots used to generate Extended Data Fig. 7f. The same Western blot was first immunostained with
antibodies against phosphorylated human PRP6 and phosphorylated human PRP31, then stripped and subsequently
immunostained with antibodies against human SF3B1 (a loading control), PRP6 and PRP31. Dotted boxes indicate the
regions of each gel/blot shown in the indicated Extended Data figures, as indicated below.
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